LIANG DING

168 South Sierra Madre Boulevard Unit 113, Pasadena, CA 91101
(956) - 802 - 8972 ¢ adamdingliang@gmail.com

EDUCATION

University of Georgia, Athens, Georgia July 2016
Ph.D., Computer Science

University of Texas - Pan America, Edinburg, Texas August 2011
M.S., Computer Science

Zhengzhou University, Henan, China December 2008
M.S., Applied Mathematics
B.S., Applied Mathematics

EXPERIENCE
St. Jude Children’s Research Hospital December 2018 - Present
Bioinformatics Research Scientist Memphis, TN

- Develop novel algorithms and computational tools for analyzing single-cell RNA-seq and spatial tran-
scriptomics data.
- Apply systems biology approaches to find hidden drivers and novel therapeutic targets for cancer

treatment.
St. Jude Children’s Research Hospital July 2016 - December 2018
Senior Software Engineer Memphis, TN

- Develops and implements novel analysis algorithms, softwares and pipelines for analyzing NGS sequenc-
ing data.

- Contributes bioinformatics analysis, data management, infrastructure design and development, manuscript
preparation.

- Performed administrative, troubleshooting and other support functions for NGS data processing pipelines
running in two HPC clusters in research and clinical.

University of Georgia, Athens, Georgia September 2011 - June 2016
Graduate Instructor Athens, Georgia

- Lectured, oversaw in-class activities, and created all tests, quizzes, labs, projects for a fast-paced system
programming course which held approximately 30 students.

Lab Instructor and Teaching Assistant
- Taught Java programming and eclipse.
- Designed and graded lab assignments, projects.
- Explained complex concepts in small group and held office hours for individual student discussion.

TECHNICAL STRENGTHS

Operating Systems Mac OS X, Linux, Windows

Computer Languages Python, C++/C, SQL, Bash, CWL, Latex, Javascript, Java, HTML, CSS
Databases PostgreSQL, MySQL, SQLite

Tools Git, SVN, Vim, Docker, Conda, Django, Travis CI
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HONORS AND AWARDS

Ovation Silver Award, St. Jude Children’s Research Hospital, 2017
Dissertation Completion Award, Graduate School, University of Georgia, Athens, Georgia, 2015

Outstanding Graduate Teaching Assistant Award, Graduate School, University of Georgia, Athens,
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CUDA and GPU Programming Certificate CUDA, Department of Computer Science, University
of Georgia, 2013

Outstanding Student Scholarship, Zhengzhou University, Henan, China, 2005



